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Figure 6 
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Figure 14 
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Figure 15 

A new sequence determination for the ABC transporter gene, SEQ ID NO:2. 
ABC transporter 

GGACGCGCCTGGTGCCCCGGGGAGGGGCGCCACCGGGGGAGGAGGAGGAG 

GAGAAGGTGGAGAGGAAGAGACGCCCCCTCTGCCCGAGACCTCTCAAGGC 

CCTGACCTCAGGGGCCAGGGCACTGACAGGACAGGAGAGCCAAGTTCCTC 

CACTTGGGCTGCCCGAAGAGGCCGCGACCCTGGAGGGCCCTGAGCCCACC 

GCACCAGGGGCCCCAGCACCACCCCGGGGGCCTAAAGCGACAGTCTCAGG 

GGCCATCGCAAGGTTTCCAGTTGCCTAGACAACAGGCCCAGGGTCAGAGC 

AACAATCCTTCCAGCCACCTGCCTCAACTGCTGCCCCAGGCACCAGCCCC 

AGTCCCTACGCGGCAGCCAGCCCAGGTGACATGCCGGTGCTCTCCAGGCC 

CCGGCCCTGGCGGGGGAACACGCTGAAGCGCACGGCCGTGCTCCTGGCCC 

TCGCGGCCTATGGAGCCCACAAAGTCTACCCCTTGGTGCGCCAGTGCCTG 

GCCCCGGCCAGGGGTCTTCAGGCGCCCGCCGGGGAGCCCACGCAGGAGGC 

CTCCGGGGTCGCGGCGGCCAAAGCTGGCATGAACCGGGTATTCCTGCAGC 

GGCTCCTGTGGCTCCTGCGGCTGCTGTTCCCCCGGGTCCTGTGCCGGGAG 

ACGGGGCTGCTGGCCCTGC^CTCGGCCGCCTTGGTGAGCCGCACCTTCCT 

GTCGGTGTATGTGGCCCGCCTGGACGGAAGGCTGGCCCGCTGCATCGTCC 

GCAAGGACCCGCGGGCTTTTGGCTGGCAGCTGCTGCAGTGGCTCCTCATC 

GCCCTCCCTGCTACCTTCGTCAACAGTGCCATCCGTTACCTGGAGGGCCA 

ACTGGCCCTGTCGTTCCGCAGCCGTCTGGTGGCCCACGCCTACCGCCTCT 

ACTTCTCCCAGCAGACCTACTACCGGGTCAGCAACATGGACGGGCGGCTT 

CGCAACCCTGACCAGTCTCTGACGGAGGACGTGGTGGCCTTTGCGGCCTC 

TGTGGCCCACCTCTACTCCAACCTGACCAAGCCACTCCTGGACGTGGCTG 

TGACTTCCTACACCCTGCTTCGGGCGGCCCGCTCCCGTGGAGCCGGCACA 

GCCTGGCCCTCGGCCATCGCCGGCCTCGTGGTGTTCCTCACGGCCAACGT 

GCTGCGGGCCTTCTCGCCCAAGTTCGGGGAGCTGGTGGCAGAGGAGGCGC 

GGCGGAAGGGGGAGCTGCGCTACATGCACTCGCGTGTGGTGGCCAACTCG 

GAGGAGATCGCCTTCTATGGGGGCCATGAGGTGGAGCTGGCCCTGCTACA 

GCGCTCCTACCAGGACCTGGCCTCGCAGATCAACCTCATCCTTCTGGAAC 

GCCTGTGGTATGTTATGCTGGAGCAGTTCCTCATGAAGTATGTGTGGAGC 

GCCTCGGGCCTGCTCATGGTGGCTGTCCCCATCATCACTGCCACTGGCTA 

CTCAGAGTCAGATGCAGAGGCCGTGAAGAAGGCAGCCTTGGAAAAGAAGG 

AGGAGGAGCTGGTGAGCGAGCGCACAGAAGCCTTCACTATTGCCCGCAAC 

CTCCTGACAGCGGCTGCAGATGCCATTGAGCGGATCATGTCGTCGTACAA 

GGAGGTGACGGAGCTGGCTGGCTACACAGCCCGGGTGCACGAGATGTTCC 

AGGTATTTGAAGATGTTCAGCGCTGTCACTTCAAGAGGCCCAGGGAGCTA 

GAGGACGCTCAGGCGGGGTCTGGGACCATAGGCCGGTCTGGTGTCCGTGT 

GGAGGGCCCCCTGAAGATCCGAGGCCAGGTGGTGGATGTGGAACAGGGGA 

TCATCTGCGAGAACATCCCCATCGTCACGCCCTCAGGAGAGGTGGTGGTG 

GCCAGCCTCAACATCAGGGTGGAGGAAGGCATGCATCTGCTCATCACAGG 

CCCCAATGGCTGCGGCAAGAGCTCCCTGTTCCGGATCCTGGGTGGGCTCT 

GGCCCACGTACGGTGGTGTGCTCTACAAGCCCCCACCCCAGCGCATGTTC 

TACATCCCGCAGAGGCCCTACATGTCTGTGGGCTCCCTGCGTGACCAGGT 

GATCTACCCGGACTCAGTGGAGGACATGCAAAGGAAGGGCTACTCGGAGC 

AGGACCTGGAAGCCATCCTGGACGTCGTGCACCTGCACCACATCCTGCAG 

CGGGAGGGAGGTTGGGAGGCTATGTGTGACTGGAAGGACGTCCTGTCGGG 

TGGCGAGAAGC7VGAGAATCGGCATGGCCCGCATGTTCTACCACAGGCCCA 

AGTACGCCCTCCTGGATGAATGCACCAGCGCCGTGAGCATCGACGTGGAA 

GGCAAGATCTTCCAGGCGGCCAAGGACGCGGGCATTGCCCTGCTCTCCAT 

CACCCACCGGCCCTCCCTGTGGAAATACCACACACACTTGCTACAGTTCG 

ATGGGGAGGGCGGCTGGAAGTTCGAGAAGCTGGACTCAGCTGCCCGCCTG 

AGCCTGACGGAGGAGAAGCAGCGGCTGGAGCAGCAGCTGGCGGGCATTCC 

CAAGATGCAGCGGCGCCTCCAGGAGCTCTGCCAGATCCTGGGCGAGGCCG 
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TGGCCCCAGCGCATGTGCCGGCACCTAGCCCGCAAGGCCCTGGTGGCCTC 
CAGGGTGCCTCCACCTGACACAACCGTCCCCGGCCCCTGCCCCGCCCCCA 
AGCTCGGATCACATGAAGGAGACAGCAGCACCCACCCATGCACGCACCCC 
GCCCCTGC^TGCCTXSGCCCCTCCTCCTAGAAAACCCTTCCCGCCCTCGGG 
AAAGTAGATGTGGAGGGTGGCGCCCTGCGTAACCCTCGCCCTGTCCCTCC 
CACTCCCTGGGGGCGCTGTTCCACAGTGACTGGGCCCTGTCCAGGGCAGT 
GAGTCCTCTACTTTGCTCCGTGGAGGAAGCTGGGGTACAAGGGGCCCAGT 
GCTGGCCACACAGCAGCGCAGCCGAGCCCCAGGAGCCCGTCAGGCCACAG 
CCCCTGGCACTGCAGGTGGCCTCCCTCCAGAGACTCGAGTCCCCATGATT 
CCCTCCTCGTCAGTCTCTCAAAGACCCCATGGTCCATCCCCTGAGGGTGG 
TCAGCCAAGGCTCCCGTTCCGTGGGATGCCATAAAAGCCGCCCAGTGGGA 
CCCACAGTC^C^CAGAGCGCCTCACCTGCATCCTCTCCCCCACAAGAGCC 
CCAAAGATCCCACGGGAGAGGGGAGAGGGACGCACAGCACTGCCTGCCAA 
GCGAGAATGCAGGCCCCGCCCCCTCGGCCCCTCACCACCTCTTTCTACAG 
CCTAATTTATTGGATTCCCTATTCGTAGCCATCTCCGTGGCCAATGTGAC 
TACCGTGCCAGCAGCGGGGGCGGCCCAGCCTCTGAGTCCCGTGGGGCCCC 
GGCTCCCACCGGTGCCAAACCCAGCCCCTGCGGCCGTCACCCCGCCAGCC 
TACACTGCCAGCCGCCACCGGGGCACACGGGCCTCTGCTTGCCAGCCAGG 
AGTGCGGACACCATGTTCCCAGCTCAGTGCCAAAGAGGGGTCACCAGGGG 
GAGCTGTCTGCGGAGCCAGCGCCTGCCCGAGAGAGACCCCACCGCCACCG 
TGTGCCTTTCCCGGGCCCTCAGCCCTCGGGCCGGGCACCACCCCCAGTCC 
CCCGAGTAAAAGCCTCCACTGGGAAAAAAAAAAAAAAAAAAA^ 
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Figure 16 

A new sequence determination, SEQ ID NO: 127 for HSPA5 
SEQEDNO:127 

HSP5> 

ATGGAGGAGGACAAGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACCT 

GGGGACCACCTACTCCTGCGTCGGCGTGTTCAAGAACGGCCGCGTGGAGA 

TCATCGCCAACGATCAGGGCAACCGCATCACGCCGTCCTATGTCGCCTTC 

ACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGCCAAGAACCAGCTCAC 

CTCCAACCCCGAGAACACGGTCTTTGACGCCAAGCGGCTCATCGGCCGCA 

CGTGGAATGACCCGTCTGTGCAGCAGGACATCAAGTTCTTGCCGTTCAAG 

GTGGTTGAAAAGAAAACTAAACCATACATTCAAGTTGATATTGGAGGTGG 

GCAAACAAAGACATTTGCTCCTGAAGAAATTTCTGCCATGGTTCTCACTA 

AAATGAAAGAAACCGCTGAGGCTTATTTGGGAAAGAAGGTTACCCATGCA 

GTTGTTACTGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAA 

AGACGCTGGAACTATTGCTGGCCTAAATGTTATGAGGATCATCAACGAGC 

CTACGGCAGCTGCTATTGCTTATGGCCTGGATAAGAGGGAGGGGGAGAAG 

AACATCCTGGTGTTTGACCTGGGTGGCGGAACCTTCGATGTGTCTCTTCT 

CACCATTGACAATGGTGTCTTCGAAGTTGTGGCCACTAATGGAGATACTC 

ATCTGGGTGGAGAAGACTTTGACCAGCGTGTCATGGAACACTTCATCAAA 

CTGTACAAAAAGAAGACGGGCAAAGATGTCAGGAAAGACAATAGAGCTGT 

GCAGAAACTCCGGCGCGAGGTAGAAAAGGCCAAACGGGCCCTGTCTTCTC 

AGCATCAAGCAAGAATTGAAATTGAGTCCTTCTATGAAGGAGAAGACTTT 

TCTGAGACCCTGACTCGGGCCAAATTTGAAGAGCTCAACATGGATCTGTT 

CCGGTCTACTATGAAGCCCGTCCAGAAAGTGTTGGAAGATTCTGATTTGA 

AGAAGTCTGATATTGATGAAATTGTTCTTGTTGGTGGCTCGACTCGAATT 

CCAAAGATTCAGCAACTGGTTAAAGAGTTCTTCAATGGCAAGGAACCATC 

CCGTGGCATAAACCCAGATGAAGCTGTAGCGTATGGTGCTGCTGTCCAGG 

CTGGTGTGCTCTCTGGTGATCAAGATACAGGTGACCTGGTACTGCTTGAT 

GTATGTCCCCTTACACTTGGTATTGAAACTGTGGGAGGTGTCATGACCAA 

ACTGATTCCAAGGAACACAGTGGTGCCTACCAAGAAGTCTCAGATCTTTT 

CTACAGCTTCTGATAATCAACCAACTGTTACAATCAAGGTCTATGAAGGT 

GAT^AGACCCCTGACAAAAGACAATCATCTTCTGGGTACATTTGATCTGAC 

TGGAATTCCTCCTGCTCCTCGTGGGGTCCCACAGATTGAAGTCACCTTTG 

AGATAGATGTGAATGGTATTCTTCGAGTGACAGCTGAAGACAAGGGTACA 

GGGAACAAAAATAAGATCACAATCACCAATGACCAGAATCGCCTGACACC 

TGAAGAAATCGAAAGGATGGTTAATGATGCTGAGAAGTTTGCTGAGGAAG 

ACAAAAAGCTCAAGGAGCGCATTGATACTAGAAATGAGTTGGAAAGCTAT 

GCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGCTGGGAGGTAA 

ACTTTCCTCTGAAGATAAGGAGACCATGGAAAAAGCTGTAGAAGAAAAGA 

TTGAATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGACTTCAAAGCT 

AAGAAGAAGGAACTGGAAGAAATTGTTCAACCAATTATCAGCAAACTCTA 

TGGAAGTGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAACTCC 

ACCACCACCACCACCAC 
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Figure 17 

Protein disulfide isomerase, SEQ ED NO: 165. 
SEQIDNO:165 

Novel protein disulfide isomerase 
Novel (disulfide disomerase-like) 
CGGACCAACACAGTATTGAGTCAACTGTGACCTTAAGA 
GAACTCGTGGGCAGGTAAACTATGCTTTGGATGTGC 
TCCAGCAATTTCATTTCCCTCAACGCTATTTTA 

GGGATATATCGCCACTGAAAATGTTTACACAGTGACCATGAGTTACACATTTACTTAGAGAAACTTAACTTAATAAA 
GAATCTGTAGAGTGTGTTGGCTTGGAAAACACACACACAAAGAAGATACCTCACGCTTAGTATGTTCTGCTTTCTGA 
ACAGCCACCACTGGGAACCCAGTGGCCTCTGTGGGACTGAACTCCTAAACGCAGGGTGCGGGAGCTGGGCAGGAGAG 
GTGACCTCCAACTGTGTTCCTAAAGTTCGTCTTTCGCTTGGCTCAGGACAAAGCGGTGTAACGAGTCAAAGTCTCTG 
CCTCCACTGTGCTCACTGACTTTCTTCCCTCCTCGGAAAAGCAATAACGTGGGGTAGCCTCGT 
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Figure 18 

Chromosome 1 protein 
SEQ ED NO:210 

Clone 30 -Novel (Chromosome 1) > 
ATCTACATGAGGTCCTGTAGATTGAGCAACTTTGGC^ 

CCACCTGTTACTTTGACAACTCTAGCTTCAGGGCTACCAGGACCATTTGCAAAACTTACACCCACA^ 
GTCTCCAGAGGCATAAGCTCCAACCCCCAGAGAGCTCCACAGCATTCOT 

GGAAAATCATCTCATGCTCGGGCCACT^GTCACAGTCCTGACCAGCTVCCATAGAAATTTCAGCCATTA 

ATGGAGTCATTCAAAATACTAGTTCCGAAAGAAGTTTGJUVAGGTCC^ 

TTCCATAAATTGAAAGCCTT 
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Figure 19 

Chromosome 3 protein 
SEQIDNO:218 

Clone 95 -Novel (Chromosome 3/ H41) > 

GCGTCGCTCGGCGTTAGCCAAGGCCCGGGCGGCGCCACCCTCCGGGGGCACTAGGTCTGGGGCCGCAGTGCCCAGCA 

CAGAGC^GCGTTTATCGGGACGAAGATGAATGGAAAGAATTGGAGCAAAAAGAGGTTGATTACA 

TTCAGGCAATGCAAATAAGCAGTGAAAAGGAAGAAGACGATAATGAAAAG 
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Figure 20 
Chromosome 17 
SEQIDNO:227 

Clone 147 - Novel (Chromosome 17) > 
CTGCTTCTCTTCTAGGATAGTTTCCCTCTAGAAATC 
GCCTCCTTAGCTAAGAGGCCTTCCTTATCTACCC^ 
TTTATTTTTCCATAAAACTTGCCACATTACT 

CTTCCCTACTATAATATGAGCTCCATGAGGCAGAGACTTTGTTTT^ 

GCCTACTCACTAAACATTTGTTGAATTAATOTTCAGGATACATCAAATGTAAAATATCCTATCATATATTT^ 

GTGATGCATAGGAAAATGTCTGGAAGGGTACATACCAAAATGTTAATTATTTATTTAACCTGGTGGGAGGTGGTTTT 
TCTTTCCTTTTCTTTTCTTTTTGAGACA 
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Figure 21 

Chromosome 8 protein 

SEQ ID NO:232 

Novel (chromosome 8)> 

GCTTGCAAAGGAGAGGCTGTGACTACCAAGTCGTGTCAACAACTGAATGGCTGAAATACCCAAACTTC 

ATGGGCTTGGGTCTCTCCTGGCAGCCGCCTTTGAAGGCTCTAGACTTATCTGTGAACTCCTTTTTTGAGAGGGTCTT 

TCCAACTAGTGGTTTATTCTTTGACTCTCCTCATACCTTTTTTGCCAGAGAGTGAGAGTGAGAAGGGAGGGCTAATG 

CCTGAGCTCCTGCCCTTTCTATGCAGTGAGGGTCAAGATCCTCAGCTAGTGTTTGAGGGAACTGGTGTAACCTGGGT 

CTCTCATTTTCTACCATCCAAGTTGCC 
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Figure 22 

Chromosome 9 protein 

SEQ ID NO:248 

ctcSIggagaccac^ 

^gaccaScccaScSggccc^ 

^agaIJcaSg^^ 

ctccgccaggcccccagcgcacaaccatctgggatccccaggaaaagagctgcgtgcggccag 
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Figure 23 
1/226 protein 
SEQ ID NO:274 

Clone 1/226 - Novel (Clonel/226) > 

gccgagccggactggtcaggatgatcacggacgtgcagctcgccatcttcgccaacatgctgggcgtgtcgctcttc 
ttgcttgtcgttctctatcactacgtggcc^ 

cagggttccaggagatagtctgaggcaagatggagggtatgaggggccttcacacttcacttcatcccttctaccca 

tcacaacatacaaagcaactac^cctggat^ 

aac^gaagctgcc^ctgaatagggcccagtata^ 

ACTTTTAAAAAAAAAAAAAAAAAAAAA 
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Figure 24 

A new sequence determination for FIJI 0688 
SEQ ED NO:285 

Novel (FInJ10688) > 
CACCCAGCACCTTACCAGAAGCTCCACAAC 

CC^CACTTGAAGTTAGCACGCGTTCAGAGTC^UVAATGGCATAGTACTGTC^TGGAGTGTCCTC 
CTGTGCC^CTGTTGATAGCTACCATCTC^ 

AGATTGGGGAAGTCAAGGCACTTCCCTTGCCCATGGCATGTACTCTCACCCAGTTTGTATCTGGTAGCAAATACTAC 
TTTG 
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Figure 25 

A new sequence determination for KIAA1583 
SEQ ID NO:307 

Clone 89 -Novel (KIAA1583)> 
ACTGCAGGTGGCAGCCACGGGCGCGCCGCTCGGCCT^ 
GGGGAGGCCGGGACTGGCCGTCAGCGCTGAACGGCCCAGCCTGC^ 
CCCCGGCGGCTCCTAATCACCAG<^GCTCCTGTTT 

CACCCTGCAGGCGAGCCGCCCCAGCCCACTCCCGACTGGCGCTATGCCTCGATCACCGCTCTTGCTCCCAAGTGGAC 

CGCAGGGGAGACGCTCTCTTACGGGGACCCTGGGGGCGCTCACTCTCTGAAGGGCCTGGAAGCTAGATTCCAGAGGC 

GTGGGCCACCTCTCCCTGGGTTTTGGGGAGCCCCCT^ 

CTGAGGGT 
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Figure 26 

A new sequence determination for KIAA1814 
SEQEDNO:317 

Clone 75 -Novel (K1AA1814)> 

CTGGACGGCCTGGCTGGGCTGAAGGGCGAGGACAGCCGC^GC^AGGAGGCAGGGGAGGGCGGCCTACCGCTGTGCGG 

GCCCACGGACAAGACCCCACTGCTGAGCGGCAAGGCCGCCAAGGCCCGGGACCGCGAGGTCGACC 

ACAACCTCTTCATCTCTGCGGCGGCCGTGCCTCCCGGAAGCCTCCTCAGCGGCCCGGCCTGGCCCCGGCGGCGTCCT 

CCGC^GGCGGOSCGGCGTCCTCCGCCCAGACGC^ 

CTCGGCCCGkTGTCCCTGCAGGCCAACCTCGGCTC^ 

GCCX3GCCGCCGCAGGCCTGGTGCACGTGTCGTCCGCTGCCACCAGACTGACCAACTCGCACGCCATGGGCAG 
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Figure 27 

Chromosome 4 protein 
SEQ H> NO:320 

Novel (maps to chromosome 4) 

Novel (Chromosome 4)> 

GGAATAAAAGAGTGGAAATGGGGATTTCCAGG 

CTATCATGAATCTCCTTGGAATGCTCATTTO 

GTATCTCAACAAAATATTTTATGATTAGTAAGCTTATTCT^ 

TAATAATTOTTTATTTAATAATTAGATCTATT^ 

GTTCAGATTTGAGAATAAACCTTGGGGTATCATTACAGAAAATTTTGTCTCAATCTGCT^ 

AGATTCTTGAATTATATATCTTACAGACTAGTCC^ 

TTAGTCTGTGAAT 
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Figure 28 

A new sequence determination for peroxidasin/melanoma antigen related protein 
SEQ ED NO:323 

Novel peroxidasin-like/ melanoma antigen> 

CGACCTGGCCAGCCACCGCGGCCTGCTGCGGCAGGGCATCGTGCAGCGGTCCGGGAAGCCGCTGCTCCCCTTCGCCA 
CCGGGCCGCCCACGGAGTGCATGCGGGACGAGAACGAGAGCCCC^TCCCCTGCTTCCTGGCCGGGGACCACCGCGCC 
AACGAGCAGCTGGGCCTGACCAGCATGCACACGCTGTC^ 

GCTGAACCCGCACTGGGACGGCGACACCATCTACTATGAGACCAGGAAGATCGTGGGTGCGGAGATCCAGCACATCA 
CCTACCAGCACTGGCTCCCGAAGATCCTGGGGGAGGTGGGCATGAGGACGCTGGGAGAGTACCACGGCTACGACCCC 
GGCATCPATGCTGGCATCTTCAACGCCTTCGCCACCGCGGCCTT 
TTACCGGCTGGACGAGAACTTCCAGCCCATTGCACAAGATC^ 

GGATTGTGAATGAGGGCGGCATCGATCCGCTTCTCAGGGGGCTGTTCGGGGTGGCGGGGAAAATGCGTGTGCCCTCG 
CAGCTGCTGAACACGGAGCTGACGGAGCGGCTGTTCTCC^ 
CATCCAGCGGGGCCGGGACCACGGGATCCCACCCTACCAC^ 
CGTTCGAGGACCTGAAAAATGAGATTAAAAACCCTGAGATCCGG 
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Figure 29 

WD40/SOCS box protein 
SEQ ID NO:329 

Novel WD40/SOCS box protein> 

CGGCTCTGTTGCCGTGC^GTGGAATCATCTO 

TGACTAGTAC^CTGGCAATCTGGTTTTGC^ 

GATGTTTGGCCCATTATTCCAGCAACTCCCTTTGACAGGACGATTTACCCTGCTACCAAAGAAGCACAAGATGTGGT 
GTTGCTTAAAAAAGTCCTGTATGTGAGGAACTCTTTCATTTTCTTGGGGATTGGCAGTGCTAGGACT 
TTAGGAAACTTCGAAGGGCTTTCCGGCATAAGTGCTTCAGTGAGGACAGGACCCTAGGAGCTGTCCAGAACTGGACG 
TGGCCATCTCTTGTCCCTGTGGCAATGACTCCA 

AAATGCAATGGGAGTTTT<^GTTCCAGGGCCCAGATCCTGAGGAGTCTGTCATCTGCCACCGTGGCAAGGTACAAGC 
CCCCG 
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Figure 32 
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Figure 33 
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Figure 36 
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